Extract and Purify Higher Yields of Higher Quality Nucleic Acid PUR'GEH
from Limited Input Using Isotachophoresis
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INTRODUCTION RESULTS - Cultured Cell Samples RESULTS - FFPE Tissue Samples

The Purigen lonic® Purification System uses isotachophoresis (ITP) to Improved yield from as few as 10 cells per sample Improved yield from a single 10 uM thick FFPE tissue section

extract, concentrate and purify nucleic acid from biological samples. ITP is

a gentle, microfluidic, process that separates nucleic acid from impurities TABLE 2: Summary of
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TABLE 1: Libraries were generated for each sample described in FIGURE 3 following the protocol for the AmpliSeq for lllumina Comprehensive
FIGURE 2: Conceptual representation of isotachophoresis in the following steps: 1) Lysate containing nucleic acids is loaded into the microfluidic Cancer Panel and sequenced on the lllumina MiSeq sequencer. Standard sequencing metrics show comparable results, with the lonic System Su m ma ry
channel between a leading electrolyte containing ions with a faster electrophoretic mohility than nucleic acids and a trailing electrolyte containing samples showing a slightly improved Fold-80 score, indicating an improved coverage uniformity.
ions with a slightly slower electrophoretic mobility. ) Electrical current is applied to the channel, causing nucleic acids to move through the
solution toward the positive electrode. As this happens, the leading and trailing ions form a sharp electric field gradient, and nucleic acids focus

toward the gradient. This is the ITP zone. Impurities are not collected into the zone because their mobilities are not bracketed by the leading and m Higher yields and quality results in better coverage uniformity and fewer PCR duplicates in downstream NGS
trailing ions. 3) The band moves into an extraction well. The field gradient is detected by a sensor, and the system shuts down the electric current.

® Higher yields of nucleic acid from a single FFPE tissue section or as few as 10 cells

The result is purified nucleic acid in a well accessible by a pipette tip. Isotachophoresis enables a simple, automated workflow for nucleic acid purification
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